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6.6 Alignment of 41 phage-type RNA polymerases sequences 
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6.7 Abbreviations 

aa amino acid 

A,C,G,T,U nucleid acid bases (adenine, cytosine, guanine, thymin, uracil) 

(d)ATP (deoxy)adenosine triphosphate 

BAC bacterial artificial chromosome 

BLAST basic local alignment search tool 

bp base pairs 

BSA bovine serum albumin 

°C degree Celsius 

cDNA complementary DNA 

CDS coding sequence 

CTAB cetyl trimethyl ammonium bromide 

(d)CTP (deoxy)cytidine triphosphate 

DNA deoxyribonucleic acid 

dNTPs deoxy-Nucleotide TriPhosphates 

DTT dithiothreitol 

EB ethidium bromide 

EDTA ethylenediaminetetraacetic acid 

EST expressed sequence tag 

Fig figure 

g gravitational acceleration 

GFP green fluorescent protein 

(d)GTP (deoxy)guanosine triphosphate 

h hour 

IPTG isopropyl--D-1-thiogalactopyranoside 

kbp kilobase pairs 

kDa kilodalton 

min minute 

ML maximum-likelihood 

mm millimeter 

mM millimoles per liter 
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MOPS morpholinopropan-sulfonic acid 

MP maximum parsimony 

mRNA messenger RNA 

µg  microgram 

µl  microliter 

µm micrometer 

µM  micromoles per liter 

Na Nuphar advena 

NCBI National Center of Biotechnology Information 

NEP nuclear-encoded RNA polymerase 

nt nucleotide 

(d)NTP (deoxy)nucleoside triphosphate 

OD optical density 

PCR polymerase chain reaction 

PEP plastid-encoded plastid RNA polymerase 

PEG polyethylene glycol 

pH potentia hydrogenii 

RACE rapid amplification of cDNA ends 

RNA ribonucleic acid 

RNAP RNA polymerase 

RpoT RNA polymerases of the T3/T7 phage single subunit type 

RT reverse transcriptase 

SDS sodium dodecyl sulfate 

sGFP synthetic GFP 

Sm Selaginella moellendorffii 

Tab table 

TAE Tris-acetate EDTA 

Tm melting temperature 

tRNA transfer RNA 

U unit 

UTR untranslated region 

UV ultra violet 
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v/v volume per total volume 

w/v weight per volume (g/100ml) 

X-Gal 5-bromo-4-chloro-3-indolyl-beta-D-galactopyranoside 
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